Key indicators: single-crystal X-ray study; T = 150 K; mean (C-C) = 0.005 Å; R factor = 0.024; wR factor = 0.061; data-to-parameter ratio = 16.9. 
Related literature
For the Dy and Ho isologues, see: Atria et al. (2009) . For hydrogen-bond motifs, see: Bernstein et al. (1995) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). (ii) Àx þ 1; Ày þ 2; Àz þ 1; (iii) Àx þ 1; Ày þ 1; Àz þ 1; (iv) Àx þ 1; Ày; Àz; (v) Àx; Ày; Àz; (vi) Àx þ 1; Ày þ 1; Àz; (vii) x À 1; y À 1; z.
Di--but-2-enoato-bis[diaquabis(but-2-enoato)neodymium(III)] 2,6-diaminopurine disolvate A. M. Atria, A. Astete, M. T. Garland and R. Baggio
Comment
The title Nd complex [C 24 H 38 Nd 2 O 16 , 2(C 5 H 6 N 6 )] is isomorphous to two previously reported Dy and Ho isologues (Atria et al., 2009 ) and its structure does not present any significant difference with the reported ones, for what much of the following discussion has already been made in the above refrenced paper. In the present Nd complex the three crotonate ligands do not depart from expected geometries, the middle double bonds C2n═C3n (n=1,2,3) being distinctly shorter than the remaining two (mean values: <C1n-C2n>: 1.460 (4); <C2n-C3n>: 1.259 (5); <C3n-C4n>: 1.494 (5) Å), with the carboxylate ends presenting a significant resonance, as disclosed by the tight C-O span (1.231 (3)-1.268 (4) Å).
The dap molecule is planar within experimental error; and its overall geometry appears as featureless; the most attractive aspect of the molecule resides in its extreme involvement in H-bonding. In fact, the existence of a large number of efficient H-bonding donors and acceptors in the structure leads to a very complex intermolecular interaction scheme involving two sets of tightly interlinked, non intersecting H-bonded one-dimensional structures, one of them running along the crystallo- Both types of chains embed two sets of inversion centres. In the case of the dimeric chain shown in Fig.2 , the same centre (site A1) which relates the two molecules in the dimer through a 4 atoms coordination loop also links them through a R 2 2 (8) H-bonded ring (Bernstein et al., 1995) A much simpler situation arises in the solvato chain (Fig. 3, hollow2 bonds in weak lining), which also contains two independent symmetry centres (noted as B1 and B2), and giving raise to just two, exactly similar centrosymmetric 
Experimental
A mixture of Nd 2 O 3 (1 mmol) and crotonic acid (3 mmol) was dissolved in water (100 mmol),followed by the addition of the 2,6-diaminopurine ligand (1 mmol) dissolved in methanol (10 ml). The resultant mixture was refluxed for 24 h, filtered while hot, and then concentrated to 25 ml. The filtrate was left at room temperature. On standing, colorless crystals suitable for single-crystal X-ray diffraction appeared, which were used without further processing.
Refinement
All the H atoms were clearly seen in a difference Fourier; they were, however, further idealized at their expected positions and allowed to ride both in coordinates (C-H = 0.93-0.98, N-H = 0.88 Å), as well as in their isotropic displacement factors (U iso (H) = 1.2/1.5× U equiv (host).
Figures Fig. 1 . : Ellipsoid plot of (1) drawn at a 40% probability level, with independent (symmetry related) atoms in bold (simple) bonds and filled (empty) ellipsoids. Symmetry codes: (i) -x, -y, -z. 
Special details

